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SEQUENCE LISTING 

<110> Axxima Pharmaceuticals AG 

5 <120> CELLULAR KINASES INVOLVED IN CYTOMEGALOVIRUS INFECTION 
AND THEIR INHIBITION 

<130> PA012EP 

10 <140> 
<141> 

<160> 2 

15 <170> Patentln Ver. 2.1 

, <210> 1 

<211> 2501 
<212> DNA 
f~\ 20 <213> Homo sapiens 

« <220> 

y3 <221> CDS 

ff\ <222> (225) . . (1847) 

U 25 

\\ <400> 1 

ggcaccagtc tctagaaaag aagtcagctc tggttcggag aagcagcggc tggcgtgggc 60 



30 



m 00 



catccgggga atgggcgccc tcgtgaccta gtgttgcggg gcaaaaaggg tcttgccggc 120 

ctcgctcgtg caggggcgta tctgggcgcc tgagcgcgca gtgggagcct tgggagccgc 180 

cgcagcaggg ggcacacccg gaaccggcct gagcgcccgg gacc atg aac ggg gag 236 

Met Asn Gly Glu 
1 



j_j gcc ate tgc age gec ctg ccc acc att ccc tac cac aaa etc gec gac 2 84 

y, Ala lie Cys Ser Ala Leu Pro Thr lie Pro Tyr His Lys Leu Ala Asp 

5 10 15 20 



40 



ctg cgc tac ctg age cgc ggc gcc tct ggc act gtg teg tec gcc cgc 332 
Leu Arg Tyr Leu Ser Arg Gly Ala Ser Gly Thr Val Ser Ser Ala Arg 
25 30 35 



45 cac gca gac tgg cgc gtc cag gtg gcc gtg aag cac ctg cac ate cac 380 
His Ala Asp Trp Arg Val Gin Val Ala Val Lys His Leu His He His 
40 45 50 

act ccg ctg etc gac agt gaa aga aag gat gtc tta aga gaa get gaa 42 8 
50 Thr Pro Leu Leu Asp Ser Glu Arg Lys Asp Val Leu Arg Glu Ala Glu 
55 60 65 

att tta cac aaa get aga ttt agt tac att ctt cca att ttg gga att 476 
He Leu His Lys Ala Arg Phe Ser Tyr He Leu Pro He Leu Gly He 
55 70 75 80 

tgc aat gag cct gaa ttt ttg gga ata gtt act gaa tac atg cca aat 524 
Cys Asn Glu Pro Glu Phe Leu Gly lie Val Thr Glu Tyr Met Pro Asn 
85 90 95 100 



60 



gga tea tta aat gaa etc eta cat agg aaa act gaa tat cct gat gtt 572 
Gly Ser Leu Asn Glu Leu Leu His Arg Lys Thr Glu Tyr Pro Asp Val 
105 110 115 
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get tgg cca ttg aga ttt cgc ate ctg cat gaa att gec ctt ggt gta 
Ala Trp Pro Leu Arg Phe Arg lie Leu His Glu lie Ala Leu Gly Val 
120 125 130 

aat tac ctg cac aat atg act cct cct tta ctt cat cat gac ttg aag 
Asn Tyr Leu His Asn Met Thr Pro Pro Leu Leu His His Asp Leu Lys 
135 140 145 

act cag aat ate tta ttg gac aat gaa ttt cat gtt aag att gca gat 
Thr Gin Asn lie Leu Leu Asp Asn Glu Phe His Val Lys lie Ala Asp 
150 155 160 

ttt ggt tta tea aag tgg cgc atg atg tec etc tea cag tea cga agt 
Phe Gly Leu Ser Lys Trp Arg Met Met Ser Leu Ser Gin Ser Arg Ser 
165 170 175 180 

age aaa tct gca cca gaa gga ggg aca att ate tat atg cca cct gaa 
Ser Lys Ser Ala Pro Glu Gly Gly Thr He He Tyr Met Pro Pro Glu 
185 190 195 

aac tat gaa cct gga caa aaa tea agg gee agt ate aag cac gat ata 
Asn Tyr Glu Pro Gly Gin Lys Ser Arg Ala Ser He Lys His Asp He 
200 205 210 

tat age tat gca gtt ate aca tgg gaa gtg tta tec aga aaa cag cct 
Tyr Ser Tyr Ala Val He Thr Trp Glu Val Leu Ser Arg Lys Gin Pro 
215 220 225 

ttt gaa gat gtc acc aat cct ttg cag ata atg tat agt gtg tea caa 
Phe Glu Asp Val Thr Asn Pro Leu Gin He Met Tyr Ser Val Ser Gin 
230 235 240 

gga cat cga cct gtt att aat gaa gaa agt ttg cca tat gat ata cct 
Gly His Arg Pro Val He Asn Glu Glu Ser Leu Pro Tyr Asp He Pro 
245 250 255 260 

cac cga gca cgt atg ate tct eta ata gaa agt gga tgg gca caa aat 
His Arg Ala Arg Met He Ser Leu He Glu Ser Gly Trp Ala Gin Asn 
265 270 275 

cca gat gaa aga cca tct ttc tta aaa tgt tta ata gaa ctt gaa cca 
Pro Asp Glu Arg Pro Ser Phe Leu Lys Cys Leu He Glu Leu Glu Pro 
280 285 290 

gtt ttg aga aca ttt gaa gag ata act ttt ctt gaa get gtt att cag 
Val Leu Arg Thr Phe Glu Glu He Thr Phe Leu Glu Ala Val He Gin 
295 300 305 

eta aag aaa aca aag tta cag agt gtt tea agt gee att cac eta tgt 
Leu Lys Lys Thr Lys Leu Gin Ser Val Ser Ser Ala lie His Leu Cys 
310 315 320 

gac aag aag aaa atg gaa tta tct ctg aac ata cct gta aat cat ggt 
Asp Lys Lys Lys Met Glu Leu Ser Leu Asn He Pro Val Asn His Gly 
325 330 335 340 

cca caa gag gaa tea tgt gga tec tct cag etc cat gaa aat agt ggt 
Pro Gin Glu Glu Ser Cys Gly Ser Ser Gin Leu His Glu Asn Ser Gly 
345 350 355 

tct cct gaa act tea agg tec ctg cca get cct caa gac aat gat ttt 
Ser Pro Glu Thr Ser Arg Ser Leu Pro Ala Pro Gin Asp Asn Asp Phe 
360 365 370 
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tta tct aga aaa get caa gac tgt tat ttt atg aag ctg cat cac tgt 13 88 
Leu Ser Arg Lys Ala Gin Asp Cys Tyr Phe Met Lys Leu His His Cys 
375 380 385 

cct gga aat cac agt tgg gat age acc att tct ggt tct caa agg get 1436 
Pro Gly Asn His Ser Trp Asp Ser Thr lie Ser Gly Ser Gin Arg Ala 
390 395 400 

gca ttc tgt gat cac aag acc act cca tgc tct tea gca ata ata aat 14 84 
Ala Phe Cys Asp His Lys Thr Thr Pro Cys Ser Ser Ala lie lie Asn 
405 410 415 420 

cca etc tea act gca gga aac tea gaa cgt ctg cag cct ggt ata gee 1532 
Pro Leu Ser Thr Ala Gly Asn Ser Glu Arg Leu Gin Pro Gly lie Ala 
425 430 435 

cag cag tgg ate cag age aaa agg gaa gac att gtg aac caa atg aca 1580 
Gin Gin Trp He Gin Ser Lys Arg Glu Asp He Val Asn Gin Met Thr 
440 445 450 

gaa gee tgc ctt aac cag teg eta gat gee ctt ctg tec agg gac ttg 1628 
Glu Ala Cys Leu Asn Gin Ser Leu Asp Ala Leu Leu Ser Arg Asp Leu 
455 460 465 

ate atg aaa gag gac tat gaa ctt gtt agt acc aag cct aca agg acc 1676 
He Met Lys Glu Asp Tyr Glu Leu Val Ser Thr Lys Pro Thr Arg Thr 
470 475 480 

tea aaa gtc aga caa tta eta gac act act gac ate caa gga gaa gaa 1724 
Ser Lys Val Arg Gin Leu Leu Asp Thr Thr Asp He Gin Gly Glu Glu 
485 490 495 500 

ttt gec aaa gtt ata gta caa aaa ttg aaa gat aac aaa caa atg ggt 1772 
Phe Ala Lys Val He Val Gin Lys Leu Lys Asp Asn Lys Gin Met Gly 
505 510 515 

ctt cag cct tac ccg gaa ata ctt gtg gtt tct aga tea cca tct tta 1820 
Leu Gin Pro Tyr Pro Glu He Leu Val Val Ser Arg Ser Pro Ser Leu 
520 525 530 

aat tta ctt caa aat aaa age atg taa gtgactgttt ttcaagaaga 1867 
Asn Leu Leu Gin Asn Lys Ser Met 
535 540 



aatgtgtttc 


ataaaaggat 


atttatatct 


ctgttgcttt 


gacttttttt 


atataaaatc 


1927 


cgtgagtatt 


aaagctttat 


tgaaggttct 


ttgggtaaat 


attagtctcc 


ctccatgaca 


1987 


ctgeagtatt 


ttttttaatt 


aatacaagta 


aaaagttgaa 


tttggttgaa 


tttgetacat 


2047 


agttcaattt 


ttatgtctct 


tttgttaaca 


gaaaccactt 


ttaaaggata 


gtaattattc 


2107 


ttgtttataa 


cagtgectta 


aggtatgatg 


tatttctgat 


ggaagecatt 


ttcacattca 


2167 


tgttcttcat 


ggattatttg 


ttacttgtct 


aagatgcaat 


ttgattttat 


gaagtatata 


2227 


ccctttaccc 


accagagaca 


gtacagaatc 


cctgccctaa 


aatcccaggc 


ttaattgece 


2287 


tacaaagggt 


tattaattta 


aaactccatt 


attaggatta 


cattttaaag 


ttttatttat 


2347 


gaattccctt 


taaaaatgat 


atttcaaagg 


taaaacaata 


caatataaag 


aaaaaaataa 


2407 


atatattaat 


accggcttcc 


tgtccccatt 


tttaacctca 


gccttcccta 


ctgtcaccaa 


2467 
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caaccaagct aaataaagtc aacagcctga tgtg 



2501 



5 



10 



15 



O 20 



30 



40 



45 



50 



55 



60 



<210> 2 
<211> 540 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Asn Gly Glu Ala lie Cys Ser Ala Leu Pro Thr lie Pro Tyr His 

15 10 15 

Lys Leu Ala Asp Leu Arg Tyr Leu Ser Arg Gly Ala Ser Gly Thr Val 

20 25 30 

Ser Ser Ala Arg His Ala Asp Trp Arg Val Gin Val Ala Val Lys His 

35 40 45 

Leu His lie His Thr Pro Leu Leu Asp Ser Glu Arg Lys Asp Val Leu 

50 55 60 

Arg Glu Ala Glu lie Leu His Lys Ala Arg Phe Ser Tyr lie Leu Pro 
65 70 75 80 

lie Leu Gly lie Cys Asn Glu Pro Glu Phe Leu Gly lie Val Thr Glu 

85 90 95 

Tyr Met Pro Asn Gly Ser Leu Asn Glu Leu Leu His Arg Lys Thr Glu 

100 105 110 

Tyr Pro Asp Val Ala Trp Pro Leu Arg Phe Arg lie Leu His Glu lie 

115 120 125 

Ala Leu Gly Val Asn Tyr Leu His Asn Met Thr Pro Pro Leu Leu His 

130 135 140 

His Asp Leu Lys Thr Gin Asn lie Leu Leu Asp Asn Glu Phe His Val 
145 150 155 160 

Lys lie Ala Asp Phe Gly Leu Ser Lys Trp Arg Met Met Ser Leu Ser 

165 170 175 

Gin Ser Arg Ser Ser Lys Ser Ala Pro Glu Gly Gly Thr lie lie Tyr 

180 185 190 

Met Pro Pro Glu Asn Tyr Glu Pro Gly Gin Lys Ser Arg Ala Ser lie 

195 200 205 

Lys His Asp lie Tyr Ser Tyr Ala Val lie Thr Trp Glu Val Leu Ser 

210 215 220 

Arg Lys Gin Pro Phe Glu Asp Val Thr Asn Pro Leu Gin lie Met Tyr 
225 230 235 240 

Ser Val Ser Gin Gly His Arg Pro Val lie Asn Glu Glu Ser Leu Pro 

245 250 255 

Tyr Asp lie Pro His Arg Ala Arg Met lie Ser Leu lie Glu Ser Gly 

260 265 270 

Trp Ala Gin Asn Pro Asp Glu Arg Pro Ser Phe Leu Lys Cys Leu lie 

275 280 285 

Glu Leu Glu Pro Val Leu Arg Thr Phe Glu Glu lie Thr Phe Leu Glu 

290 295 300 

Ala Val lie Gin Leu Lys Lys Thr Lys Leu Gin Ser Val Ser Ser Ala 
305 310 315 320 

lie His Leu Cys Asp Lys Lys Lys Met Glu Leu Ser Leu Asn lie Pro 

325 330 335 

Val Asn His Gly Pro Gin Glu Glu Ser Cys Gly Ser Ser Gin Leu His 

340 345 350 

Glu Asn Ser Gly Ser Pro Glu Thr Ser Arg Ser Leu Pro Ala Pro Gin 

355 360 365 

Asp Asn Asp Phe Leu Ser Arg Lys Ala Gin Asp Cys Tyr Phe Met Lys 

370 375 380 

Leu His His Cys Pro Gly Asn His Ser Trp Asp Ser Thr lie Ser Gly 
385 390 395 400 

Ser Gin Arg Ala Ala Phe Cys Asp His Lys Thr Thr Pro Cys Ser Ser 

405 410 415 

Ala lie lie Asn Pro Leu Ser Thr Ala Gly Asn Ser Glu Arg Leu Gin 

420 425 430 

Pro Gly He Ala Gin Gin Trp He Gin Ser Lys Arg Glu Asp He Val 
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435 










440 










445 






Asn 


Gin 


Met 


Thr 


Glu 


Ala 


Cys 


Leu 


Asn 


Gin 


Ser 


Leu 


Asp 


Ala 


Leu Leu 




450 










455 










460 








Ser 


Arg 


Asp 


Leu 


He 


Met 


Lys 


Glu 


Asp 


Tyr Glu 


Leu 


Val 


Ser 


Thr Lys 


465 










470 










475 








480 


Pro 


Thr 


Arg 


Thr 


Ser 


Lys 


Val 


Arg 


Gin 


Leu 


Leu 


Asp Thr 


Thr 


Asp He 










485 










490 










495 


Gin 


Gly 


Glu 


Glu 


Phe 


Ala 


Lys 


Val 


He 


Val 


Gin 


Lys 


Leu 


Lys 


Asp Asn 








500 










505 










510 




Lys 


Gin 


Met 


Gly 


Leu 


Gin 


Pro 


Tyr 


Pro 


Glu 


He 


Leu 


Val 


Val 


Ser Arg 






515 










520 










525 






Ser 


Pro 


Ser 


Leu 


Asn 


Leu 


Leu 


Gin 


Asn 


Lys 


Ser 


Met 









530 535 540 



SEQUENCE LISTING 
<110> Axxima Pharmaceuticals AG 

<120> CELLULAR KINASES INVOLVED IN CYTOMEGALOVIRUS INFECTION 
AND THEIR INHIBITION 

<130> U50062 

<140> 
<141> 

<160> 2 

<170> Patentln Ver. 2.1 

<210> 1 

<211> 2617 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (2016) 

<400> 1 

atg caa cca gac atg tec ttg aat gtc att aag atg aaa tec agt gac 
Met Gin Pro Asp Met Ser Leu Asn Val He Lys Met Lys Ser Ser Asp 
15 10 15 

ttc ctg gag agt gca gaa ctg gac age gga ggc ttt ggg aag gtg tct 
Phe Leu Glu Ser Ala Glu Leu Asp Ser Gly Gly Phe Gly Lys Val Ser 
20 25 30 



ctg tgt ttc cac aga acc cag gga etc atg ate atg aaa aca gtg tac 
Leu Cys Phe His Arg Thr Gin Gly Leu Met He Met Lys Thr Val Tyr 
35 40 45 

aag ggg ccc aac tgc att gag cac aac gag gee etc ttg gag gag gcg 
Lys Gly Pro Asn Cys He Glu His Asn Glu Ala Leu Leu Glu Glu Ala 
50 55 60 

aag atg atg aac aga ctg aga cac age egg gtg gtg aag etc ctg ggc 
Lys Met Met Asn Arg Leu Arg His Ser Arg Val Val Lys Leu Leu Gly 
65 70 75 80 

gtc ate ata gag gaa ggg aag tac tec ctg gtg atg gag tac atg gag 
Val He He Glu Glu Gly Lys Tyr Ser Leu Val Met Glu Tyr Met Glu 
85 90 95 
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aag ggc aac ctg atg cac gtg ctg aaa gcc gag atg agt act ccg ctt 
Lys Gly Asn Leu Met His Val Leu Lys Ala Glu Met Ser Thr Pro Leu 
100 105 110 

tct gta aaa gga agg ata att ttg gaa ate att gaa gga atg tgc tac 
Ser Val Lys Gly Arg lie lie Leu Glu lie lie Glu Gly Met Cys Tyr 
115 120 125 

tta cat gga aaa ggc gtg ata cac aag gac ctg aag cct gaa aat ate 
Leu His Gly Lys Gly Val lie His Lys Asp Leu Lys Pro Glu Asn lie 
130 135 140 

ctt gtt gat aat gac ttc cac att aag ate gca gac etc ggc ctt gcc 
Leu Val Asp Asn Asp Phe His lie Lys lie Ala Asp Leu Gly Leu Ala 
145 150 155 160 

tec ttt aag atg tgg age aaa ctg aat aat gaa gag cac aat gag ctg 
Ser Phe Lys Met Trp Ser Lys Leu Asn Asn Glu Glu His Asn Glu Leu 
165 170 175 

agg gaa gtg gac ggc ace get aag aag aat ggc ggc ace etc tac tac 
Arg Glu Val Asp Gly Thr Ala Lys Lys Asn Gly Gly Thr Leu Tyr Tyr 
180 185 190 

atg gcg ccc gag cac ctg aat gac gtc aac gca aag ccc aca gag aag 
Met Ala Pro Glu His Leu Asn Asp Val Asn Ala Lys Pro Thr Glu Lys 
195 200 205 

teg gat gtg tac age ttt get gta gta etc tgg gcg ata ttt gca aat 
Ser Asp Val Tyr Ser Phe Ala Val Val Leu Trp Ala He Phe Ala Asn 
210 215 220 

aag gag cca tat gaa aat get ate tgt gag cag cag ttg ata atg tgc 
Lys Glu Pro Tyr Glu Asn Ala He Cys Glu Gin Gin Leu He Met Cys 
225 230 235 240 

ata aaa tct ggg aac agg cca gat gtg gat gac ate act gag tac tgc 
He Lys Ser Gly Asn Arg Pro Asp Val Asp Asp He Thr Glu Tyr Cys 
245 250 255 

cca aga gaa att ate agt etc atg aag etc tgc tgg gaa gcg aat ccg 
Pro Arg Glu lie lie Ser Leu Met Lys Leu Cys Trp Glu Ala Asn Pro 
260 265 270 

gaa get egg ccg aca ttt cct ggc att gaa gaa aaa ttt agg cct ttt 
Glu Ala Arg Pro Thr Phe Pro Gly lie Glu Glu Lys Phe Arg Pro Phe 
275 280 285 

tat tta agt caa tta gaa gaa agt gta gaa gag gac gtg aag agt tta 
Tyr Leu Ser Gin Leu Glu Glu Ser Val Glu Glu Asp Val Lys Ser Leu 
290 295 300 

aag aaa gag tat tea aac gaa aat gca gtt gtg aag aga atg cag tct 
Lys Lys Glu Tyr Ser Asn Glu Asn Ala Val Val Lys Arg Met Gin Ser 
305 310 315 320 

ctt caa ctt gat tgt gtg gca gta cct tea age egg tea aat tea gcc 
Leu Gin Leu Asp Cys Val Ala Val Pro Ser Ser Arg Ser Asn Ser Ala 
325 330 335 

aca gaa cag cct ggt tea ctg cac agt tec cag gga ctt ggg atg ggt 
Thr Glu Gin Pro Gly Ser Leu His Ser Ser Gin Gly Leu Gly Met Gly 
340 345 350 



PA012US1 lAnmeldung.doc 



44 



cct gtg gag gag tec tgg ttt get cct tec ctg gag cac cca caa gaa 
Pro Val Glu Glu Ser Trp Phe Ala Pro Ser Leu Glu His Pro Gin Glu 
355 360 365 

gag aat gag ccc age ctg cag agt aaa etc caa gac gaa gee aac tac 
Glu Asn Glu Pro Ser Leu Gin Ser Lys Leu Gin Asp Glu Ala Asn Tyr 
370 375 380 

cat ctt tat ggc age cgc atg gac agg cag acg aaa cag cag ccc aga 
His Leu Tyr Gly Ser Arg Met Asp Arg Gin Thr Lys Gin Gin Pro Arg 
385 390 395 400 

cag aat gtg get tac aac aga gag gag gaa agg aga cgc agg gtc tec 
Gin Asn Val Ala Tyr Asn Arg Glu Glu Glu Arg Arg Arg Arg Val Ser 
405 410 415 

cat gac cct ttt gca cag caa aga cct tac gag aat ttt cag aat aca 
His Asp Pro Phe Ala Gin Gin Arg Pro Tyr Glu Asn Phe Gin Asn Thr 
420 425 430 

gag gga aaa ggc act gtt tat tec agt gca gee agt cat ggt aat gca 
Glu Gly Lys Gly Thr Val Tyr Ser Ser Ala Ala Ser His Gly Asn Ala 
435 440 445 

gtg cac cag ccc tea ggg etc ace age caa cct caa gta ctg tat cag 
Val His Gin Pro Ser Gly Leu Thr Ser Gin Pro Gin Val Leu Tyr Gin 
450 455 460 

aac aat gga tta tat age tea cat ggc ttt gga aca aga cca ctg gat 
Asn Asn Gly Leu Tyr Ser Ser His Gly Phe Gly Thr Arg Pro Leu Asp 
465 470 475 480 

cca gga aca gca ggt ccc aga gtt tgg tac agg cca att cca agt cat 
Pro Gly Thr Ala Gly Pro Arg Val Trp Tyr Arg Pro lie Pro Ser His 
485 490 495 

atg cct agt ctg cat aat ate cca gtg cct gag acc aac tat eta gga 
Met Pro Ser Leu His Asn lie Pro Val Pro Glu Thr Asn Tyr Leu Gly 
500 505 510 

aat aca ccc acc atg cca ttc age tec ttg cca cca aca gat gaa tct 
Asn Thr Pro Thr Met Pro Phe Ser Ser Leu Pro Pro Thr Asp Glu Ser 
515 520 525 

ata aaa tat acc ata tac aat agt act ggc att cag att gga gec tac 
lie Lys Tyr Thr lie Tyr Asn Ser Thr Gly lie Gin lie Gly Ala Tyr 
530 535 540 

aat tat atg gag att ggt ggg acg agt tea tea eta eta gac age aca 
Asn Tyr Met Glu lie Gly Gly Thr Ser Ser Ser Leu Leu Asp Ser Thr 
545 550 555 560 

aat acg aac ttc aaa gaa gag cca get get aag tac caa get ate ttt 
Asn Thr Asn Phe Lys Glu Glu Pro Ala Ala Lys Tyr Gin Ala lie Phe 
565 570 575 

gat aat acc act agt ctg acg gat aaa cac ctg gac cca ate agg gaa 
Asp Asn Thr Thr Ser Leu Thr Asp Lys His Leu Asp Pro lie Arg Glu 
580 585 590 

aat ctg gga aag cac tgg aaa aac tgt gec cgt aaa ctg ggc ttc aca 
Asn Leu Gly Lys His Trp Lys Asn Cys Ala Arg Lys Leu Gly Phe Thr 
595 600 605 
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cag tct cag att gat gaa att gac cat gac tat gag cga gat gga ctg 1872 
Gin Ser Gin lie Asp Glu lie Asp His Asp Tyr Glu Arg Asp Gly Leu 
610 615 620 

aaa gaa aag gtt tac cag atg etc caa aag tgg gtg atg agg gaa ggc 1920 
Lys Glu Lys Val Tyr Gin Met Leu Gin Lys Trp Val Met Arg Glu Gly 
625 630 635 640 

ata aag gga gec acg gtg ggg aag ctg gec cag gcg etc cac cag tgt 1968 
He Lys Gly Ala Thr Val Gly Lys Leu Ala Gin Ala Leu His Gin Cys 
645 650 655 

tec agg ate gac ctt ctg age age ttg att tac gtc age cag aac taa 2016 
Ser Arg He Asp Leu Leu Ser Ser Leu He Tyr Val Ser Gin Asn 





660 


665 


670 




ccctggatgg getaeggcag 


ctgaagtgga cgcctcactt 


ageggataac 


cccagaaagt 


2076 


tggctgcctc 


agagcattca 


gaattctgtc 


ctcactgata 


ggggttctgt 


gtctgcagaa 


2136 


atttngtttc 


ctgtacttca 


tagctggaga 


atggggaaag 


aaatctgcag 


caaaggggtc 


2196 


tcactctgtt 


gecaggctgg 


tctcaaactt 


ctggactcaa 


gtgatcctcc 


cgcctcggcc 


2256 


ttccaaagtg 


ctgggatatc 


aggcactgag 


ccactgcgcc 


cagtcaacaa 


tccgntctga 


2316 


ggaaagcgta 


agcaggaaga 


cctcttaatg gcatagcacc 


aataaaaaaa 


tgactcctag 


2376 


ttgtgtttgg 


aaagggagag 


aagagatgtc 


tgaggaaggt 


catgttcttt 


cagcttatgg 


2436 


catttcctag 


agtttngttg 


aagcaagaag 


aaaaactcag 


agaatataaa 


atcaactttn 


2496 


aaaattgtgt 


gctctcttct 


teaegtagge 


tcctgttaaa 


aacaaagtgc 


agtcagattc 


2556 


taagccctgt 


tcagagactt 


cgcggatcac 


agetgeaget 


caccgccaca 


tcacaggatc 


2616 


c 












2617 


<210> 2 
<211> 671 
<212> PRT 
<213> Homo 


sapiens 













<400> 2 

Met Gin Pro Asp Met Ser Leu Asn Val He Lys Met Lys Ser Ser Asp 

15 10 15 

Phe Leu Glu Ser Ala Glu Leu Asp Ser Gly Gly Phe Gly Lys Val Ser 

20 25 30 

Leu Cys Phe His Arg Thr Gin Gly Leu Met He Met Lys Thr Val Tyr 

35 40 45 

Lys Gly Pro Asn Cys He Glu His Asn Glu Ala Leu Leu Glu Glu Ala 

50 55 60 

Lys Met Met Asn Arg Leu Arg His Ser Arg Val Val Lys Leu Leu Gly 
65 70 75 80 

Val He He Glu Glu Gly Lys Tyr Ser Leu Val Met Glu Tyr Met Glu 

85 90 95 

Lys Gly Asn Leu Met His Val Leu Lys Ala Glu Met Ser Thr Pro Leu 

100 105 110 

Ser Val Lys Gly Arg He He Leu Glu He He Glu Gly Met Cys Tyr 

115 120 125 

Leu His Gly Lys Gly Val He His Lys Asp Leu Lys Pro Glu Asn He 

130 135 140 

Leu Val Asp Asn Asp Phe His He Lys He Ala Asp Leu Gly Leu Ala 
145 150 155 160 
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46 



Ser Phe Lys Met Trp Ser Lys Leu Asn Asn Glu Glu His Asn Glu Leu 

165 170 175 

Arg Glu Val Asp Gly Thr Ala Lys Lys Asn Gly Gly Thr Leu Tyr Tyr 
180 185 190 

5 Met Ala Pro Glu His Leu Asn Asp Val Asn Ala Lys Pro Thr Glu Lys 
195 200 205 

Ser Asp Val Tyr Ser Phe Ala Val Val Leu Trp Ala lie Phe Ala Asn 

210 215 220 

Lys Glu Pro Tyr Glu Asn Ala lie Cys Glu Gin Gin Leu lie Met Cys 
10 225 230 235 240 

lie Lys Ser Gly Asn Arg Pro Asp Val Asp Asp lie Thr Glu Tyr Cys 

245 250 255 

Pro Arg Glu lie lie Ser Leu Met Lys Leu Cys Trp Glu Ala Asn Pro 
260 265 270 

15 Glu Ala Arg Pro Thr Phe Pro Gly lie Glu Glu Lys Phe Arg Pro Phe 
275 280 285 

Tyr Leu Ser Gin Leu Glu Glu Ser Val Glu Glu Asp Val Lys Ser Leu 

290 295 300 

Lys Lys Glu Tyr Ser Asn Glu Asn Ala Val Val Lys Arg Met Gin Ser 
20 305 310 315 320 

Leu Gin Leu Asp Cys Val Ala Val Pro Ser Ser Arg Ser Asn Ser Ala 

325 330 335 

Thr Glu Gin Pro Gly Ser Leu His Ser Ser Gin Gly Leu Gly Met Gly 
340 345 350 

H= 25 Pro Val Glu Glu Ser Trp Phe Ala Pro Ser Leu Glu His Pro Gin Glu 

yj 355 360 365 

ffi Glu Asn Glu Pro Ser Leu Gin Ser Lys Leu Gin Asp Glu Ala Asn Tyr 

Jf* 370 375 380 

His Leu Tyr Gly Ser Arg Met Asp Arg Gin Thr Lys Gin Gin Pro Arg 
a 30 385 390 395 400 

Gin Asn Val Ala Tyr Asn Arg Glu Glu Glu Arg Arg Arg Arg Val Ser 
405 410 415 

M His Asp Pro Phe Ala Gin Gin Arg Pro Tyr Glu Asn Phe Gin Asn Thr 

M= 420 425 430 

fn 35 Glu Gly Lys Gly Thr Val Tyr Ser Ser Ala Ala Ser His Gly Asn Ala 

435 440 445 

Val His Gin Pro Ser Gly Leu Thr Ser Gin Pro Gin Val Leu Tyr Gin 

450 455 460 

Asn Asn Gly Leu Tyr Ser Ser His Gly Phe Gly Thr Arg Pro Leu Asp 
40 465 470 475 480 

Pro Gly Thr Ala Gly Pro Arg Val Trp Tyr Arg Pro He Pro Ser His 

485 490 495 

Met Pro Ser Leu His Asn He Pro Val Pro Glu Thr Asn Tyr Leu Gly 
500 505 510 

45 Asn Thr Pro Thr Met Pro Phe Ser Ser Leu Pro Pro Thr Asp Glu Ser 
515 520 525 

He Lys Tyr Thr He Tyr Asn Ser Thr Gly He Gin lie Gly Ala Tyr 

530 535 540 

Asn Tyr Met Glu He Gly Gly Thr Ser Ser Ser Leu Leu Asp Ser Thr 
50 545 550 555 560 

Asn Thr Asn Phe Lys Glu Glu Pro Ala Ala Lys Tyr Gin Ala He Phe 

565 570 575 

Asp Asn Thr Thr Ser Leu Thr Asp Lys His Leu Asp Pro lie Arg Glu 
580 585 590 

55 Asn Leu Gly Lys His Trp Lys Asn Cys Ala Arg Lys Leu Gly Phe Thr 
595 600 605 

Gin Ser Gin He Asp Glu He Asp His Asp Tyr Glu Arg Asp Gly Leu 

610 615 620 

Lys Glu Lys Val Tyr Gin Met Leu Gin Lys Trp Val Met Arg Glu Gly 
60 625 630 635 640 

He Lys Gly Ala Thr Val Gly Lys Leu Ala Gin Ala Leu His Gin Cys 

645 650 655 

Ser Arg lie Asp Leu Leu Ser Ser Leu lie Tyr Val Ser Gin Asn 
660 665 670 



Li 
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SEQUENCE LISTING 
<110> Axxima Pharmaceuticals AG 

<120> CELLULAR KINASES INVOLVED IN CYTOMEGALOVIRUS INFECTION 
AND THEIR INHIBITION 

<130> Y10256 

<140> 
<141> 

<160> 2 

<170> Patentln Ver. 2.1 

<210> 1 

<211> 4596 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (233) (3076) 
<400> 1 

aagcggggga ctgtgccgtg tggaacgtgt agctgttgag aggtggactc tgttaccatt 60 

gaggatgttt ggaggatgag tatgtgtggc agaggcacac ataaacaggc agagaccctt 120 

tgcccctgcc tttctccccc aacccaaggc tgacctgtgt tctcccaggt ctgggattct 180 

aagtgacctg ctctgtgttt ggtctctctc aggatgagca caagcctggg ag atg gca 238 

Met Ala 
1 

gtg atg gaa atg gcc tgc cca ggt gcc cct ggc tea gca gtg ggg cag 286 
Val Met Glu Met Ala Cys Pro Gly Ala Pro Gly Ser Ala Val Gly Gin 
5 10 15 

cag aag gaa etc ccc aag cca aag gag aag acg ccg cca ctg ggg aag 334 
Gin Lys Glu Leu Pro Lys Pro Lys Glu Lys Thr Pro Pro Leu Gly Lys 
20 25 30 

aaa cag age tec gtc tac aag ctt gag gcc gtg gag aag age cct gtg 382 
Lys Gin Ser Ser Val Tyr Lys Leu Glu Ala Val Glu Lys Ser Pro Val 
35 40 45 50 

ttc tgc gga aag tgg gag ate ctg aat gac gtg att ace aag ggc aca 430 
Phe Cys Gly Lys Trp Glu lie Leu Asn Asp Val lie Thr Lys Gly Thr 
55 60 65 

gcc aag gaa ggc tec gag gca ggg cca get gcc ate tct ate ate gcc 478 
Ala Lys Glu Gly Ser Glu Ala Gly Pro Ala Ala He Ser He He Ala 
70 75 80 

cag get gag tgt gag aat age caa gag ttc age ccc ace ttt tea gaa 526 
Gin Ala Glu Cys Glu Asn Ser Gin Glu Phe Ser Pro Thr Phe Ser Glu 
85 90 95 

cgc att ttc ate get ggg tec aaa cag tac age cag tec gag agt ctt 574 
Arg He Phe He Ala Gly Ser Lys Gin Tyr Ser Gin Ser Glu Ser Leu 
100 105 110 
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age ccc aaa act gag gac aac gag ggt gtc ctg etc act gag aaa etc 
Ser Pro Lys Thr Glu Asp Asn Glu Gly Val Leu Leu Thr Glu Lys Leu 
375 380 385 

aag cca gtg gat tat gag tac cga gaa gaa gtc cac tgg gec acg cac 
Lys Pro Val Asp Tyr Glu Tyr Arg Glu Glu Val His Trp Ala Thr His 
390 395 400 

cag etc cgc ctg ggc aga ggc tec ttc gga gag gtg cac agg atg gag 
Gin Leu Arg Leu Gly Arg Gly Ser Phe Gly Glu Val His Arg Met Glu 
405 410 415 

gac aag cag act ggc ttc cag tgc get gtc aaa aag gtg egg ctg gaa 
Asp Lys Gin Thr Gly Phe Gin Cys Ala Val Lys Lys Val Arg Leu Glu 
420 425 430 

gta ttt egg gca gag gag ctg atg gca tgt gca gga ttg ace tea ccc 
Val Phe Arg Ala Glu Glu Leu Met Ala Cys Ala Gly Leu Thr Ser Pro 
435 440 445 450 

aga att gtc cct ttg tat gga get gtg aga gaa ggg cct tgg gtc aac 
Arg lie Val Pro Leu Tyr Gly Ala Val Arg Glu Gly Pro Trp Val Asn 
455 460 465 

ate ttc atg gag ctg ctg gaa ggt ggc tec ctg ggc cag ctg gtc aag 
lie Phe Met Glu Leu Leu Glu Gly Gly Ser Leu Gly Gin Leu Val Lys 
470 475 480 

gag cag ggc tgt etc cca gag gac egg gee ctg tac tac ctg ggc cag 
Glu Gin Gly Cys Leu Pro Glu Asp Arg Ala Leu Tyr Tyr Leu Gly Gin 
485 490 495 

gec ctg gag ggt ctg gaa tac etc cac tea cga agg att ctg cat ggg 
Ala Leu Glu Gly Leu Glu Tyr Leu His Ser Arg Arg lie Leu His Gly 
500 505 510 

gac gtc aaa get gac aac gtg etc ctg tec age gat ggg age cac gca 
Asp Val Lys Ala Asp Asn Val Leu Leu Ser Ser Asp Gly Ser His Ala 
515 520 525 530 

gee etc tgt gac ttt ggc cat get gtg tgt ctt caa cct gat ggc ctg 
Ala Leu Cys Asp Phe Gly His Ala Val Cys Leu Gin Pro Asp Gly Leu 
535 540 545 

gga aag tec ttg etc aca ggg gac tac ate cct ggc aca gag acc cac 
Gly Lys Ser Leu Leu Thr Gly Asp Tyr lie Pro Gly Thr Glu Thr His 
550 555 560 

atg get ccg gag gtg gtg ctg ggc agg age tgc gac gec aag gtg gat 
Met Ala Pro Glu Val Val Leu Gly Arg Ser Cys Asp Ala Lys Val Asp 
565 570 575 

gtc tgg age age tgc tgt atg atg ctg cac atg etc aac ggc tgc cac 
Val Trp Ser Ser Cys Cys Met Met Leu His Met Leu Asn Gly Cys His 
580 585 590 

ccc tgg act cag ttc ttc cga ggg ccg etc tgc etc aag att gec age 
Pro Trp Thr Gin Phe Phe Arg Gly Pro Leu Cys Leu Lys He Ala Ser 
595 600 605 610 

gag cct ccg cct gtg agg gag ate cca ccc tec tgc gec cct etc aca 
Glu Pro Pro Pro Val Arg Glu He Pro Pro Ser Cys Ala Pro Leu Thr 
615 620 625 
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gcc cag gcc ate caa gag ggg ctg agg aaa gag ccc ate cac cgc gtg 
Ala Gin Ala lie Gin Glu Gly Leu Arg Lys Glu Pro lie His Arg Val 
630 635 640 

tct gca gcg gag ctg gga ggg aag gtg aac egg gca eta cag caa gtg 
Ser Ala Ala Glu Leu Gly Gly Lys Val Asn Arg Ala Leu Gin Gin Val 
645 650 655 

gga ggt ctg aag age cct tgg agg gga gaa tat aaa gaa cca aga cat 
Gly Gly Leu Lys Ser Pro Tip Arg Gly Glu Tyr Lys Glu Pro Arg His 
660 665 670 

cca ccg cca aat caa gcc aat tac cac cag ace etc cat gcc cag ccg 
Pro Pro Pro Asn Gin Ala Asn Tyr His Gin Thr Leu His Ala Gin Pro 
675 680 685 690 

aga gag ctt teg cca agg gcc cca ggg ccc egg cca get gag gag aca 
Arg Glu Leu Ser Pro Arg Ala Pro Gly Pro Arg Pro Ala Glu Glu Thr 
695 700 705 

aca ggc aga gcc cct aag etc cag cct cct etc cca cca gag ccc cca 
Thr Gly Arg Ala Pro Lys Leu Gin Pro Pro Leu Pro Pro Glu Pro Pro 
710 715 720 

gag cca aac aag tct cct ccc ttg act ttg age aag gag gag tct ggg 
Glu Pro Asn Lys Ser Pro Pro Leu Thr Leu Ser Lys Glu Glu Ser Gly 
725 730 735 

atg fc 99 gaa ccc tta cct ctg tec tec ctg gag cca gcc cct gcc aga 
Met Trp Glu Pro Leu Pro Leu Ser Ser Leu Glu Pro Ala Pro Ala Arg 
740 745 750 

aac ccc age tea cca gag egg aaa gca ace gtc ccg gag cag gaa ctg 
Asn Pro Ser Ser Pro Glu Arg Lys Ala Thr Val Pro Glu Gin Glu Leu 
755 760 765 770 

cag cag ctg gaa ata gaa tta ttc etc aac age ctg tec cag cca ttt 
Gin Gin Leu Glu lie Glu Leu Phe Leu Asn Ser Leu Ser Gin Pro Phe 
775 780 785 

tct ctg gag gag cag gag caa att etc teg tgc etc age ate gac age 
Ser Leu Glu Glu Gin Glu Gin lie Leu Ser Cys Leu Ser lie Asp Ser 
790 795 800 

etc tec ctg teg gat gac agt gag aag aac cca tea aag gcc tct caa 
Leu Ser Leu Ser Asp Asp Ser Glu Lys Asn Pro Ser Lys Ala Ser Gin 
805 810 815 

age teg egg gac acc ctg age tea ggc gta cac tec tgg age age cag 
Ser Ser Arg Asp Thr Leu Ser Ser Gly Val His Ser Trp Ser Ser Gin 
820 825 830 

gcc gag get cga age tec age tgg aac atg gtg ctg gcc egg ggg egg 
Ala Glu Ala Arg Ser Ser Ser Trp Asn Met Val Leu Ala Arg Gly Arg 
835 840 845 850 

ccc acc gac acc cca age tat ttc aat ggt gtg aaa gtc caa ata cag 
Pro Thr Asp Thr Pro Ser Tyr Phe Asn Gly Val Lys Val Gin He Gin 
855 860 865 

tct ctt aat ggt gaa cac ctg cac ate egg gag ttc cac egg gtc aaa 
Ser Leu Asn Gly Glu His Leu His He Arg Glu Phe His Arg Val Lys 
870 875 880 
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gtg gga gac ate gec act ggc ate age age cag ate cca get gca gee 2926 
Val Gly Asp lie Ala Thr Gly lie Ser Ser Gin lie Pro Ala Ala Ala 
885 890 895 

ttc age ttg gtc ace aaa gac ggg cag cct gtt cgc tac gac atg gag 2974 
Phe Ser Leu Val Thr Lys Asp Gly Gin Pro Val Arg Tyr Asp Met Glu 
900 905 910 

gtg cca gac teg ggc ate gac ctg cag tgc aca ctg gee cct gat ggc 3022 
Val Pro Asp Ser Gly lie Asp Leu Gin Cys Thr Leu Ala Pro Asp Gly 
915 920 925 930 

age ttc gee tgg age tgg agg gtc aag cat ggc cag ctg gag aac agg 3070 
Ser Phe Ala Trp Ser Trp Arg Val Lys His Gly Gin Leu Glu Asn Arg 
935 940 945 

ccc taa ccctgccctc caccgccggc tccacactgc eggaaagcag cct tec tgc t 3126 
Pro 

eggtgeaega tgctgccctg aaaacacagg ctcagccgtt cccaggggat tgccagcccc 3186 
ccggctcaca gtgggaacca gggcctcgca gcagcaaggt gggggcaagc agaatgeetc 3246 
ccaggatttc acacctgagc cctgccccac ectgetgaaa aaacatccgc caegtgaaga 33 06 
gacagaagga ggatggcagg agttacctgg ggaaacaaaa cagggatctt tttctgcccc 3366 
tgctccagtc gagttggcct gacccgcttg gatcagtgac catttgttgg cagacagggg 3426 
agagcagctt ccagcctggg tcagaagggg tgggegagee cttcggcccc tcaccctcca 3486 
ggctgctgtg agagtgtcaa gtgtgtaagg gcccaaactc aggttcagtg cagaaccagg 3546 
tcagcaggta tgcccgcccg taggttaagg gggccctcta aaccccttgc ctggcctcac 3606 
ctggccagct cacccctttt gggtgtaggg gaaaagaatg cctgaccctg ggaaggctcc 3666 
ctggtagaat acaccacact tttcaggttg ttgeaacaca ggtcctgagt tgacctctgg 3726 
ttcagccaag gaccaaagaa ggtgtgtaag tgaagtggtt ctcagtcccc agacatgtgc 3786 
ccctttgctg ctggctacca ctcttcccca gagcagcagg ccccgagccc cttcaggccc 3846 
agcactgccc cagactcgct ggcactcagt tccctcatct gtaaaggtga agggtgatgc 3906 
aggatatgee tgacaggaac agtctgtgga tggacatgat cagtgctaag gaaagcagca 3966 
gagagagacg tccggcgccc cagccccact atcagtgtcc agcgtgctgg ttccccagag 4 026 
cacagctcag catcacactg acactcaccc tgccctgccc ctggccagag ggtactgccg 4086 
aeggcacttt gcactctgat gacctcaaag cactttcatg gctgccctct ggcagggcag 4146 
ggcagggcag tgacactgta ggagcatagc aagecaggag atggggtgaa gggacacagt 4206 
cttgagctgt ccacatgcat gtgactcctc aaacctcttc cagatttctc taagaatagc 4266 
acccccttcc ccattgcccc agettagect cttctcccag gggagctact caggactcac 4326 
gtagcattaa atcagctgtg aategtcagg gggtgtctgc tagcctcaac ctcctggggc 4386 
aggggacgee gagactccgt gggagaagct cattcccaca tettgecaag acagectttg 4446 
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tccagctgtc cacattgagt cagactgctc ccggggagag agccccggcc cccagcacat 4506 
aaagaactgc agccttggta ctgcagagtc tgggttgtag agaactcttt gtaagcaata 4566 
5 aagtttgggg tgatgacaaa tgttaaaaaa 4596 

<210> 2 
<211> 947 
10 <212> PRT 

<213> Homo sapiens 

<400> 2 

Met Ala Val Met Glu Met Ala Cys Pro Gly Ala Pro Gly Ser Ala Val 
15 1 5 10 15 

Gly Gin Gin Lys Glu Leu Pro Lys Pro Lys Glu Lys Thr Pro Pro Leu 

20 25 30 

Gly Lys Lys Gin Ser Ser Val Tyr Lys Leu Glu Ala Val Glu Lys Ser 

^ 20 Pro Val Phe Cys Gly Lys Trp Glu lie Leu Asn Asp Val lie Thr Lys 

L 4l 50 55 60 

Gly Thr Ala Lys Glu Gly Ser Glu Ala Gly Pro Ala Ala lie Ser lie 
65 70 75 80 

lie Ala Gin Ala Glu Cys Glu Asn Ser Gin Glu Phe Ser Pro Thr Phe 
25 85 90 95 

Ser Glu Arg lie Phe lie Ala Gly Ser Lys Gin Tyr Ser Gin Ser Glu 

100 105 110 

Ser Leu Asp Gin lie Pro Asn Asn Val Ala His Ala Thr Glu Gly Lys 
115 120 125 

30 Met Ala Arg Val Cys Trp Lys Gly Lys Arg Arg Ser Lys Ala Arg Lys 
130 135 140 

Lys Arg Lys Lys Lys Ser Ser Lys Ser Leu Ala His Ala Gly Val Ala 
145 150 155 160 

Leu Ala Lys Pro Leu Pro Arg Thr Pro Glu Gin Glu Ser Cys Thr lie 
35 165 170 175 

Pro Val Gin Glu Asp Glu Ser Pro Leu Gly Ala Pro Tyr Val Arg Asn 

180 185 190 

Thr Pro Gin Phe Thr Lys Pro Leu Lys Glu Pro Gly Leu Gly Gin Leu 
195 200 205 

40 Cys Phe Lys Gin Leu Gly Glu Gly Leu Arg Pro Ala Leu Pro Arg Ser 
210 215 220 

Glu Leu His Lys Leu lie Ser Pro Leu Gin Cys Leu Asn His Val Trp 
225 230 235 240 

Lys Leu His His Pro Gin Asp Gly Gly Pro Leu Pro Leu Pro Thr His 
45 245 250 255 

Pro Phe Pro Tyr Ser Arg Leu Pro His Pro Phe Pro Phe His Pro Leu 

260 265 270 

Gin Pro Trp Lys Pro His Pro Leu Glu Ser Phe Leu Gly Lys Leu Ala 
275 280 285 

50 Cys Val Asp Ser Gin Lys Pro Leu Pro Asp Pro His Leu Ser Lys Leu 
290 295 300 

Ala Cys Val Asp Ser Pro Lys Pro Leu Pro Gly Pro His Leu Glu Pro 
305 310 315 320 

Ser Cys Leu Ser Arg Gly Ala His Glu Lys Phe Ser Val Glu Glu Tyr 
55 325 330 335 

Leu Val His Ala Leu Gin Gly Ser Val Ser Ser Ser Gin Ala His Ser 

340 345 350 

Leu Thr Ser Leu Ala Lys Thr Trp Ala Ala Arg Gly Ser Arg Ser Arg 
355 360 365 

60 Glu Pro Ser Pro Lys Thr Glu Asp Asn Glu Gly Val Leu Leu Thr Glu 
370 375 380 

Lys Leu Lys Pro Val Asp Tyr Glu Tyr Arg Glu Glu Val His Trp Ala 
385 390 395 400 

Thr His Gin Leu Arg Leu Gly Arg Gly Ser Phe Gly Glu Val His Arg 
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405 410 415 

Met Glu Asp Lys Gin Thr Gly Phe Gin Cys Ala Val Lys Lys Val Arg 

420 425 430 

Leu Glu Val Phe Arg Ala Glu Glu Leu Met Ala Cys Ala Gly Leu Thr 

435 440 445 

Ser Pro Arg lie Val Pro Leu Tyr Gly Ala Val Arg Glu Gly Pro Trp 

450 455 460 

Val Asn lie Phe Met Glu Leu Leu Glu Gly Gly Ser Leu Gly Gin Leu 
465 470 475 480 

Val Lys Glu Gin Gly Cys Leu Pro Glu Asp Arg Ala Leu Tyr Tyr Leu 

485 490 495 

Gly Gin Ala Leu Glu Gly Leu Glu Tyr Leu His Ser Arg Arg lie Leu 

500 505 510 

His Gly Asp Val Lys Ala Asp Asn Val Leu Leu Ser Ser Asp Gly Ser 

515 520 525 

His Ala Ala Leu Cys Asp Phe Gly His Ala Val Cys Leu Gin Pro Asp 

530 535 540 

Gly Leu Gly Lys Ser Leu Leu Thr Gly Asp Tyr lie Pro Gly Thr Glu 
545 550 555 560 

Thr His Met Ala Pro Glu Val Val Leu Gly Arg Ser Cys Asp Ala Lys 

565 570 575 

Val Asp Val Trp Ser Ser Cys Cys Met Met Leu His Met Leu Asn Gly 

580 585 590 

Cys His Pro Trp Thr Gin Phe Phe Arg Gly Pro Leu Cys Leu Lys lie 

595 600 605 

Ala Ser Glu Pro Pro Pro Val Arg Glu lie Pro Pro Ser Cys Ala Pro 

610 615 620 

Leu Thr Ala Gin Ala lie Gin Glu Gly Leu Arg Lys Glu Pro lie His 
625 630 635 640 

Arg Val Ser Ala Ala Glu Leu Gly Gly Lys Val Asn Arg Ala Leu Gin 

645 650 655 

Gin Val Gly Gly Leu Lys Ser Pro Trp Arg Gly Glu Tyr Lys Glu Pro 

660 665 670 

Arg His Pro Pro Pro Asn Gin Ala Asn Tyr His Gin Thr Leu His Ala 

675 680 685 

Gin Pro Arg Glu Leu Ser Pro Arg Ala Pro Gly Pro Arg Pro Ala Glu 

690 695 700 

Glu Thr Thr Gly Arg Ala Pro Lys Leu Gin Pro Pro Leu Pro Pro Glu 
705 710 715 720 

Pro Pro Glu Pro Asn Lys Ser Pro Pro Leu Thr Leu Ser Lys Glu Glu 

725 730 735 

Ser Gly Met Trp Glu Pro Leu Pro Leu Ser Ser Leu Glu Pro Ala Pro 

740 745 750 

Ala Arg Asn Pro Ser Ser Pro Glu Arg Lys Ala Thr Val Pro Glu Gin 

755 760 765 

Glu Leu Gin Gin Leu Glu lie Glu Leu Phe Leu Asn Ser Leu Ser Gin 

770 775 780 

Pro Phe Ser Leu Glu Glu Gin Glu Gin lie Leu Ser Cys Leu Ser lie 
785 790 795 800 

Asp Ser Leu Ser Leu Ser Asp Asp Ser Glu Lys Asn Pro Ser Lys Ala 

805 810 815 

Ser Gin Ser Ser Arg Asp Thr Leu Ser Ser Gly Val His Ser Trp Ser 

820 825 830 

Ser Gin Ala Glu Ala Arg Ser Ser Ser Trp Asn Met Val Leu Ala Arg 

835 840 845 

Gly Arg Pro Thr Asp Thr Pro Ser Tyr Phe Asn Gly Val Lys Val Gin 

850 855 860 

lie Gin Ser Leu Asn Gly Glu His Leu His lie Arg Glu Phe His Arg 
865 870 875 880 

Val Lys Val Gly Asp lie Ala Thr Gly lie Ser Ser Gin He Pro Ala 

885 890 895 

Ala Ala Phe Ser Leu Val Thr Lys Asp Gly Gin Pro Val Arg Tyr Asp 

900 905 910 

Met Glu Val Pro Asp Ser Gly He Asp Leu Gin Cys Thr Leu Ala Pro 



PA012US1 lAnmeldung.doc 



54 



915 920 925 

Asp Gly Ser Phe Ala Trp Ser Trp Arg Val Lys His Gly Gin Leu Glu 

930 935 940 

As n Arg Pro 
945 



SEQUENCE LISTING 
<110> Axxima Pharmaceuticals AG 

<120> CELLULAR KINASES INVOLVED IN CYTOMEGALOVIRUS INFECTION 
AND THEIR INHIBITION 

<130> NM002756 

<140> 
<141> 

<160> 2 

<170> Patentln Ver. 2.1 

<210> 1 

<211> 2030 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (338) . . (1294) 
<400> 1 

tggctggcaa tggccttgct gacctcgagc cgggcccacg tggggacctt tggagcacag 60 

cctacgatcc tggtgcaagg ccggtggatg cagaggccag tccatatacc acccaggcct 120 

gcgaggagcg tggtccccac ccatccagcc catatgtgca agtgcccttg acagagaggc 180 

tggtcatatc catggtgacc atttatgggc cacaacaggt ccccatctgc gcagtgaacc 240 

ctgtgctgag caccttgcag acgtgatctt gcttcgtcct gcagcactgt gcggggcagg 300 

aaaatccaag aggaagaagg atctacggat atcctgc atg tec aag cca ccc gca 355 

Met Ser Lys Pro Pro Ala 
1 5 

ccc aac ccc aca ccc ccc egg aac ctg gac tec egg ace ttc ate acc 4 03 
Pro- Asn Pro Thr Pro Pro Arg Asn Leu Asp Ser Arg Thr Phe lie Thr 
10 15 20 

att gga gac aga aac ttt gag gtg gag get gat gac ttg gtg acc ate 451 
He Gly Asp Arg Asn Phe Glu Val Glu Ala Asp Asp Leu Val Thr He 
25 30 35 

tea gaa ctg ggc cgt gga gec tat ggg gtg gta gag aag gtg egg cac 499 
Ser Glu Leu Gly Arg Gly Ala Tyr Gly Val Val Glu Lys Val Arg His 
40 45 50 

gee cag age ggc acc ate atg gee gtg aag egg ate egg gee acc gtg 547 
Ala Gin Ser Gly Thr He Met Ala Val Lys Arg He Arg Ala Thr Val 
55 60 65 70 
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ctccggccct 


ccagagcccc 


acagccccat ctgcgggggc 


agtgctcacc 


cacaccataa 


1374 


gctactgcca 


tcctggccca 


gggcatctgg gaggaaccga 


99999C t get 


cccacctggc 


1434 


tctgtggcga 


gccatttgtc 


ccaagtgcca aagaagcaga 


ccattggggc 


tcccagccag 


1494 


gcccttgtcg 


gccccaccag 


tgcctctccc tgctgctcct 


aggacccgtc 


tccagctgct 


1554 


gagatcctgg 


actgaggggg 


cctggatgcc ccctgtggat 


gctgctgccc 


ctgcacagca 


1614 


ggctgccagt 


gcctgggtgg 


atgggccacc gccttgccca 


gcctggatgc 


catccaagtt 


1674 


gtatattttt 


ttaatctctc 


gactgaatgg actttgcaca 


ctttggccca 


gggtggccac 


1734 


acctctatcc 


cggctttggt 


gcggggtaca caagagggga 


tgagttgtgt 


gaatacccca 


1794 


agactcccat 


gagggagatg 


ccatgagccg cccaaggcct 


tcccctggca 


ctggcaaaca 


1854 


gggcctctgc 


ggagcacact 


ggctcaccca gtcctgcccg 


ccaccgttat 


cggtgtcatt 


1914 


cacctttcgt 


gtttttttta 


atttatcctc tgttgatttt 


ttcttttget 


ttataaattt 


1974 


ggcttgtttt 


tcttgcatgg 


tttggagctg atcgcttctc 


ccccaccccc 


tagggg 


2030 


<210> 2 
<211> 318 
<212> PRT 
<213> Homo 


sapiens 











<400> 2 



Met 


Ser 


Lys 


Pro 


Pro Ala Pro Asn Pro Thr Pro 


Pro Arg 


Asn 


Leu 


Asp 


1 








5 10 






15 


Ser 


Arg 


Thr 


Phe 


He Thr He Gly Asp Arg Asn Phe Glu 


Val 


Glu 


Ala 








20 


25 




30 






Asp 


Asp 


Leu 


Val 


Thr He Ser Glu Leu Gly Arg Gly Ala 


Tyr Gly 


Val 






35 




40 


45 








Val 


Glu 


Lys 


Val 


Arg His Ala Gin Ser Gly Thr 


He Met 


Ala 


Val 


Lys 




50 






55 


60 






Arg 


He Arg Ala 


Thr Val Asn Ser Gin Glu Gin 


Lys Arg 


Leu 


Leu 


Met 


65 








70 75 








80 


Asp 


Leu 


Asp 


He 


Asn Met Arg Thr Val Asp Cys 


Phe Tyr 


Thr 


Val 


Thr 










85 90 






95 




Phe 


Tyr Gly Ala 


Leu Phe Arg Glu Gly Asp Val 


Trp He 


Cys 


Met 


Glu 








100 


105 




110 






Leu 


Met 


Asp 


Thr 


Ser Leu Asp Lys Phe Tyr Arg 


Lys Val 


Leu Asp 


Lys 






115 




120 


125 








Asn 


Met 


Thr 


He 


Pro Glu Asp He Leu Gly Glu 


He Ala 


Val 


Ser 


He 




130 






135 


140 








Val 


Arg Ala Leu 


Glu His Leu His Ser Lys Leu 


Ser Val 


He 


His 


Arg 


145 








150 155 








160 


Asp 


Val 


Lys 


Pro 


Ser Asn Val Leu He Asn Lys 


Glu Gly 


His 


Val 


Lys 










165 170 






175 




Met 


Cys 


Asp 


Phe 


Gly He Ser Gly Tyr Leu Val Asp Ser 


Val 


Ala 


Lys 








180 


185 




190 






Thr 


Met 


Asp 


Ala 


Gly Cys Lys Pro Tyr Met Ala 


Pro Glu 


Arg 


He 


Asn 






195 




200 


205 








Pro 


Glu 


Leu 


Asn 


Gin Lys Gly Tyr Asn Val Lys 


Ser Asp 


Val 


Trp 


Ser 




210 






215 


220 








Leu 


Gly 


He 


Thr 


Met He Glu Met Ala He Leu Arg Phe 


Pro 


Tyr 


Glu 


225 








230 235 






240 


Ser 


Trp Gly Thr 


Pro Phe Gin Gin Leu Lys Gin 


Val Val 


Glu 


Glu 


Pro 










245 250 






255 




Ser 


Pro 


Gin 


Leu 


Pro Ala Asp Arg Phe Ser Pro 


Glu Phe 


Val 


Asp 


Phe 
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260 265 270 

Thr Ala Gin Cys Leu Arg Lys Asn Pro Ala Glu Arg Met Ser Tyr Leu 

275 280 285 

Glu Leu Met Glu His Pro Phe Phe Thr Leu His Lys Thr Lys Lys Thr 

290 295 300 

Asp He Ala Ala Phe Val Lys Lys lie Leu Gly Glu Asp Ser 
305 310 315 



SEQUENCE LISTING 
<110> Axxima Pharmaceuticals AG 

<120> CELLULAR KINASES INVOLVED IN CYTOMEGALOVIRUS INFECTION 
AND THEIR INHIBITION 

<130> U 88666 

<140> 
<141> 

<160> 2 

<170> Patentln Ver. 2.1 

<210> 1 
<211> 3745 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (188) . . (2248) 
<400> 1 

gaattcggca cgaggccatt gaatcccagt cctaacagaa gtactgcgaa tcttgtggcc 60 

tcattctgaa caaaagggat tagagaagaa aaatctcttg atataaggct tgaaagcaag 120 

ggcaggcaat cttggttgtg aatattttct gatttttcca gaaatcaagc agaagattga 180 

gctgctg atg tea gtt aac tct gag aag teg tec tct tea gaa agg ccg 229 
Met Ser Val Asn Ser Glu Lys Ser Ser Ser Ser Glu Arg Pro 
15 10 

gag cct caa cag aaa get cct tta gtt cct cct cct cca ccg cca cca 277 
Glu Pro Gin Gin Lys Ala Pro Leu Val Pro Pro Pro Pro Pro Pro Pro 
15 20 25 30 

cca cca cca ccg cca cct ttg cca gac ccc aca ccc ccg gag cca gag 325 
Pro Pro Pro Pro Pro Pro Leu Pro Asp Pro Thr Pro Pro Glu Pro Glu 
35 40 45 

gag gag ate ctg gga tea gat gat gag gag caa gag gac cct gcg gac 373 
Glu Glu He Leu Gly Ser Asp Asp Glu Glu Gin Glu Asp Pro Ala Asp 
50 55 60 

tac tgc aaa ggt gga tat cat cca gtg aaa att gga gac etc ttc aat 421 
Tyr Cys Lys Gly Gly Tyr His Pro Val Lys He Gly Asp Leu Phe Asn 
65 70 75 

ggc egg tat cat gtt att aga aag ctt gga tgg ggg cac ttc tct act 469 
Gly Arg Tyr His Val He Arg Lys Leu Gly Trp Gly His Phe Ser Thr 
80 85 90 
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gtc tgg ctg tgc tgg gat atg cag ggg aaa aga ttt gtt gca atg aaa 
Val Trp Leu Cys Trp Asp Met Gin Gly Lys Arg Phe Val Ala Met Lys 
95 100 105 110 

gtt gta aaa agt gcc cag cat tat acg gag aca gcc ttg gat gaa ata 
Val Val Lys Ser Ala Gin His Tyr Thr Glu Thr Ala Leu Asp Glu lie 
115 120 125 

aaa ttg etc aaa tgt gtt cga gaa agt gat ccc agt gac cca aac aaa 
Lys Leu Leu Lys Cys Val Arg Glu Ser Asp Pro Ser Asp Pro Asn Lys 
130 135 140 

gac atg gtg gtc cag etc att gac gac ttc aag att tea ggc atg aat 
Asp Met Val Val Gin Leu lie Asp Asp Phe Lys lie Ser Gly Met Asn 
145 150 155 

ggg ata cat gtc tgc atg gtc ttc gaa gta ctt ggc cac cat etc etc 
Gly lie His Val Cys Met Val Phe Glu Val Leu Gly His His Leu Leu 
160 165 170 

aag tgg ate ate aaa tec aac tat caa ggc etc cca gta cgt tgt gtg 
Lys Trp He He Lys Ser Asn Tyr Gin Gly Leu Pro Val Arg Cys Val 
175 180 185 190 

aag agt ate att cga cag gtc ctt caa ggg tta gat tac tta cac agt 
Lys Ser He He Arg Gin Val Leu Gin Gly Leu Asp Tyr Leu His Ser 
195 200 205 

aag tgc aag ate att cat act gac ata aag ccg gaa aat ate ttg atg 
Lys Cys Lys He He His Thr Asp He Lys Pro Glu Asn He Leu Met 
210 215 220 

tgt gtg gat gat gca tat gtg aga aga atg gca get gag cct gag tgg 
Cys Val Asp Asp Ala Tyr Val Arg Arg Met Ala Ala Glu Pro Glu Trp 
225 230 235 

cag aaa gca ggt get cct cct cct tea ggg tct gca gtg agt acg get 
Gin Lys Ala Gly Ala Pro Pro Pro Ser Gly Ser Ala Val Ser Thr Ala 
240 245 250 

cca cag cag aaa cct ata gga aaa ata tct aaa aac aaa aag aaa aaa 
Pro Gin Gin Lys Pro He Gly Lys lie Ser Lys Asn Lys Lys Lys Lys 
255 260 265 270 

ctg aaa aag aaa cag aag agg cag get gag tta ttg gag aag cgc ctg 
Leu Lys Lys Lys Gin Lys Arg Gin Ala Glu Leu Leu Glu Lys Arg Leu 
275 280 285 

cag gag ata gaa gaa ttg gag cga gaa get gaa agg aaa ata ata gaa 
Gin Glu He Glu Glu Leu Glu Arg Glu Ala Glu Arg Lys He He Glu 
290 295 300 

gaa aac ate acc tea get gca cct tec aat gac cag gat ggc gaa tac 
Glu Asn He Thr Ser Ala Ala Pro Ser Asn Asp Gin Asp Gly Glu Tyr 
305 310 315 

tgc cca gag gtg aaa eta aaa aca aca gga tta gag gag gcg get gag 
Cys Pro Glu Val Lys Leu Lys Thr Thr Gly Leu Glu Glu Ala Ala Glu 
320 325 330 

gca gag act gca aag gac aat ggt gaa get gag gac cag gaa gag aaa 
Ala Glu Thr Ala Lys Asp Asn Gly Glu Ala Glu Asp Gin Glu Glu Lys 
335 340 345 350 
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gaa gat get gag aaa gaa aac att gaa aaa gat gaa gat gat gta gat 1285 
Glu Asp Ala Glu Lys Glu Asn lie Glu Lys Asp Glu Asp Asp Val Asp 
355 360 365 

5 

cag gaa ctt gcg aac ata gac cct acg tgg ata gaa tea cct aaa acc 1333 
Gin Glu Leu Ala Asn lie Asp Pro Thr Trp lie Glu Ser Pro Lys Thr 
370 375 380 

10 aat ggc cat att gag aat ggc cca ttc tea ctg gag cag caa ctg gac 1381 
Asn Gly His lie Glu Asn Gly Pro Phe Ser Leu Glu Gin Gin Leu Asp 
385 390 395 

gat gaa gat gat gat gaa gaa gac tgc cca aat cct gag gaa tat aat 1429 
15 Asp Glu Asp Asp Asp Glu Glu Asp Cys Pro Asn Pro Glu Glu Tyr Asn 
400 405 410 

ctt gat gag cca aat gca gaa agt gat tac aca tat age age tec tat 1477 
Leu Asp Glu Pro Asn Ala Glu Ser Asp Tyr Thr Tyr Ser Ser Ser Tyr 
20 415 420 425 430 

~~ gaa caa ttc aat ggt gaa ttg cca aat gga cga cat aaa att ccc gag 1525 

! ^ Glu Gin Phe Asn Gly Glu Leu Pro Asn Gly Arg His Lys lie Pro Glu 

£J 435 440 445 

00 25 

tea cag ttc cca gag ttt tec acc teg ttg ttc tct gga tec tta gaa 1573 
I. ? Ser Gin Phe Pro Glu Phe Ser Thr Ser Leu Phe Ser Gly Ser Leu Glu 

^ 450 455 460 

%J 30 cct gtg gec tgc ggc tct gtg ctt tct gag gga tea cca ctt act gag 1621 

Pro Val Ala Cys Gly Ser Val Leu Ser Glu Gly Ser Pro Leu Thr Glu 
j\ 465 470 475 

Q caa gag gag age agt cca tec cat gac aga age aga acg gtt tea gee 1669 

Ljl 35 Gin Glu Glu Ser Ser Pro Ser His Asp Arg Ser Arg Thr Val Ser Ala 

~, 480 485 490 

Q tec agt act ggg gat ttg cca aaa gca aaa acc egg gca get gac ttg 1717 

y, Ser Ser Thr Gly Asp Leu Pro Lys Ala Lys Thr Arg Ala Ala Asp Leu 

40 495 500 505 510 

ttg gtg aat ccc ctg gat ccg egg aat cga gat aaa att aga gta aaa 1765 
Leu Val Asn Pro Leu Asp Pro Arg Asn Arg Asp Lys lie Arg Val Lys 
515 520 525 

att get gac ctg gga aat get tgt tgg gtg cat aaa cac ttc acg gaa 1813 
lie Ala Asp Leu Gly Asn Ala Cys Trp Val His Lys His Phe Thr Glu 
530 535 540 



45 



50 gac ate cag acg cgt cag tac cgc tec ata gag gtt tta ata gga gcg 1861 
Asp He Gin Thr Arg Gin Tyr Arg Ser He Glu Val Leu He Gly Ala 
545 550 555 

999 tac age acc cct gcg gac ate tgg age acg gcg tgt atg gca ttt 1909 
55 Gly Tyr Ser Thr Pro Ala Asp He Trp Ser Thr Ala Cys Met Ala Phe 
560 565 570 

gag ctg gca acg gga gat tat ttg ttt gaa cca cat tct ggg gaa gac 1957 
Glu Leu Ala Thr Gly Asp Tyr Leu Phe Glu Pro His Ser Gly Glu Asp 
60 575 580 585 590 

tat tec aga gac gaa gac cac ata gec cac ate ata gag ctg eta ggc 2005 
Tyr Ser Arg Asp Glu Asp His He Ala His He He Glu Leu Leu Gly 
595 600 605 
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agt att cca agg cac ttt get eta tct gga aaa tat tct egg gaa ttc 2053 
Ser lie Pro Arg His Phe Ala Leu Ser Gly Lys Tyr Ser Arg Glu Phe 
610 615 620 

ttc aat cgc aga gga gaa ctg cga cac ate ace aag ctg aag ccc tgg 2101 
Phe Asn Arg Arg Gly Glu Leu Arg His lie Thr Lys Leu Lys Pro Trp 
625 630 635 

age etc ttt gat gta ctt gtg gaa aag tat ggc tgg ccc cat gaa gat 2149 
Ser Leu Phe Asp Val Leu Val Glu Lys Tyr Gly Trp Pro His Glu Asp 
640 645 650 

get gca cag ttt aca gat ttc ctg ate ccg atg tta gaa atg gtt cca 2197 
Ala Ala Gin Phe Thr Asp Phe Leu lie Pro Met Leu Glu Met Val Pro 
655 660 665 670 

gaa aaa cga gec tea get ggc gaa tgt egg cat cct tgg ttg aat tct 2245 
Glu Lys Arg Ala Ser Ala Gly Glu Cys Arg His Pro Trp Leu Asn Ser 
675 680 685 

tag caaattctac caatattgea ttctgagcta gcaaatgttc ccagtacatt 2298 



ggacctaaac 


ggtgactctc 


attctttaac 


aggattacaa 


gtgagctggc ttcatcctca 


2358 


gacctttatt 


ttgetttgag 


gtactgttgt 


ttgacatttt 


gctttttgtg cactgtgatc 


2418 


ctggggaagg 


gtagtctttt 


gtcttcagct 


aagtagttta 


ctgaccattt tcttctggaa 


2478 


acaataacat 


gtctctaagc 


attgtttctt 


qtqttqtqtQ 


acattcaaat gtcatttttt 


2538 


tgaatgaaaa 


atactttccc 


ctttgtgttt 


tggcaggttt 


tgtaactatt tatgaagaaa 


2598 


tattttagct 


gagtactata 


taatttacaa 


tcttaagaaa 


ttatcaagtt ggaaccaaga 


2658 


aatagcaagg 


aaatgtacaa 


ttttatcttc 


tggcaaaggg 


acatcattcc tgtattatag 


2718 


tgtatgtaaa 


tgcaccctgt 


aaatgttact 


ttccattaaa 


tatgggaggg ggactcaaat 


2778 


ttcagaaaag 


ctaccaagtc 


ttgagtgctt 


tgtagectat 


gttgcatgta geggacttta 


2838 


actgctccaa 


ggagttgtgc 


aaacttttca 


ttccataaca 


gtcttttcac attggatttt 


2898 


aaacaaagtg 


gctctgggtt 


ataagatgtc 


attctctata 


tggcacttta aaggaagaaa 


2958 


agatatgttt 


ctcattctaa 


aatatgeatt 


ataatttagc 


agtcccattt gtgattttgc 


3018 


atatttttaa 


aagtactttt 


aaagaagagc 


aatttccctt 


taaaaatgtg atggctcagt 


3078 


accatgtcat 


gttgcctcct 


ctgggcgctg 


taagttaagc 


tctacataga ttaaattgga 


3138 


gaaacgtgtt 


aattgtgtgg 


aatgaaaaaa 


tacatatatt 


tttggaaaag catgatcatg 


3198 


cttgtctaga 


acacaaggta 


tggtatatac 


aatttgcagt 


gcagtgggca gaatacttct 


3258 


cacagctcaa 


agataacagt 


gatcacattc 


attccatagg 


tagctttacg tgtggctaca 


3318 


acaaatttta 


ctagcttttt 


cattgtcttt 


ccatgaaacg 


aagttgagaa aatgattttc 


3378 


ectttgeagg 


ttgcacacag 


ttttgtttat 


gcatttcctt 


aaaattaatt gtagactcca 


3438 


ggatacaaac 


catagtaggc 


aatacaattt 


agaatgtaat 


atatagaggt atattagect 


3498 
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ctttagaagt cagtggattg aatgtctttt tattttaaat tttacattca ttaaggtgcc 3558 
tcgtttttga ctttgtccat taacatttat ccatatgcct ttgcaataac tagattgtga 3618 
aaagctaaca agtgttgtaa caataatcca ttgtttgagg tgcttgcagt tgtcttaaaa 3678 
attaaagtgt tttggttttt ttttttccag aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 373 8 



<210> 2 
<211> 686 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Ser Val Asn Ser Glu Lys Ser Ser Ser Ser Glu Arg Pro Glu Pro 

15 10 15 

Gin Gin Lys Ala Pro Leu Val Pro Pro Pro Pro Pro Pro Pro Pro Pro 

20 25 30 

Pro Pro Pro Pro Leu Pro Asp Pro Thr Pro Pro Glu Pro Glu Glu Glu 

35 40 45 

lie Leu Gly Ser Asp Asp Glu Glu Gin Glu Asp Pro Ala Asp Tyr Cys 

50 55 60 

Lys Gly Gly Tyr His Pro Val Lys lie Gly Asp Leu Phe Asn Gly Arg 
65 70 75 80 

Tyr His Val lie Arg Lys Leu Gly Trp Gly His Phe Ser Thr Val Trp 

85 90 95 

Leu Cys Trp Asp Met Gin Gly Lys Arg Phe Val Ala Met Lys Val Val 

100 105 110 

Lys Ser Ala Gin His Tyr Thr Glu Thr Ala Leu Asp Glu lie Lys Leu 

115 120 125 

Leu Lys Cys Val Arg Glu Ser Asp Pro Ser Asp Pro Asn Lys Asp Met 

130 135 140 

Val Val Gin Leu He Asp Asp Phe Lys He Ser Gly Met Asn Gly He 
145 150 155 160 

His Val Cys Met Val Phe Glu Val Leu Gly His His Leu Leu Lys Trp 

165 170 175 

He He Lys Ser Asn Tyr Gin Gly Leu Pro Val Arg Cys Val Lys Ser 

180 185 190 

He He Arg Gin Val Leu Gin Gly Leu Asp Tyr Leu His Ser Lys Cys 

195 200 205 

Lys He He His Thr Asp He Lys Pro Glu Asn He Leu Met Cys Val 

210 215 220 

Asp Asp Ala Tyr Val Arg Arg Met Ala Ala Glu Pro Glu Trp Gin Lys 
225 230 235 240 

Ala Gly Ala Pro Pro Pro Ser Gly Ser Ala Val Ser Thr Ala Pro Gin 

245 250 255 

Gin Lys Pro He Gly Lys He Ser Lys Asn Lys Lys Lys Lys Leu Lys 

260 265 270 

Lys Lys Gin Lys Arg Gin Ala Glu Leu Leu Glu Lys Arg Leu Gin Glu 

275 280 285 

He Glu Glu Leu Glu Arg Glu Ala Glu Arg Lys He He Glu Glu Asn 

290 295 300 

He Thr Ser Ala Ala Pro Ser Asn Asp Gin Asp Gly Glu Tyr Cys Pro 
305 310 315 320 

Glu Val Lys Leu Lys Thr Thr Gly Leu Glu Glu Ala Ala Glu Ala Glu 

325 330 335 

Thr Ala Lys Asp Asn Gly Glu Ala Glu Asp Gin Glu Glu Lys Glu Asp 

340 345 350 

Ala Glu Lys Glu Asn He Glu Lys Asp Glu Asp Asp Val Asp Gin Glu 

355 360 365 

Leu Ala Asn He Asp Pro Thr Trp He Glu Ser Pro Lys Thr Asn Gly 



ttcctgc 



3745 
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450 
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465 
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Glu Ser 


Ser Pro Ser His 


Asp Arg 




485 






Thr Gly 


Asp Leu Pro Lys 
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Lys 




500 






Asn Pro 


Leu Asp Pro Arg 


Asn Arg 




515 




520 


Asp Leu 


Gly Asn Ala Cys 


Trp Val 


530 




535 




Gin Thr 


Arg Gin Tyr Arg 


Ser 


He 


545 


550 






Ser Thr 


Pro Ala Asp lie 


Trp 


Ser 




565 






Ala Thr 


Gly Asp Tyr Leu 


Phe 


Glu 




580 






Arg Asp 


Glu Asp His lie 


Ala 


His 




595 




600 


Pro Arg 


His Phe Ala Leu 


Ser Gly 


610 




615 




Arg Arg 


Gly Glu Leu Arg 


His 


He 


625 


630 
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Val Leu Val Glu 


Lys 


Tyr 




645 
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Thr Asp Phe Leu 


He 


Pro 




660 
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Arg 




675 




680 




380 



Leu 


Glu Gin Gin Leu 


Asd 


Asp 


Glu 




395 






400 


Asn 


Pro Glu Glu Tyr 


Asn 


Leu Asp 




410 




415 




Thr 


Tyr Ser Ser Ser 


Tyr 


Glu 


Gin 


425 




430 






Arg 


His Lys He Pro 


Glu 


Ser 


Gin 




445 








Phe 


Ser Gly Ser Leu 


Glu 


Pro 


Val 




460 








Gly 


Ser Pro Leu Thr 


Glu 


Gin 


Glu 




475 






480 


Ser 


Arg Thr Val Ser 


Ala 


Ser 


Ser 




490 




495 




Thr 


Arg Ala Ala Asp 


Leu 


Leu 


Val 


505 




510 






Asd 


Lys He Arg Val 


Lvs 


He 


Ala 




525 








His 


Lys His Phe Thr 


Glu 


Asp 


He 




540 








Glu 


Val Leu He Gly 


Ala 


Gly Tyr 




555 






560 


Thr 


Ala Cys Met Ala 


Phe 


Glu 


Leu 




570 




575 




Pro 


His Ser Gly Glu 


Asp 


Tyr 


Ser 


585 




590 






He 


He Glu Leu Leu 


Glv 


Ser 


lie 




605 








Lys 


Tyr Ser Arg Glu 


Phe 


Phe 


Asn 




620 








Thr 


Lys Leu Lys Pro 


Trp 


Ser 


Leu 




635 






640 


Gly 


Trp Pro His Glu 


Asp 


Ala 


Ala 




650 




655 




Met 


Leu Glu Met Val 


Pro 


Glu 


Lys 


665 




670 






His 


Pro Trp Leu Asn 


Ser 
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